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Protist species of various taxonomic

groups were Isolated and cultivated (esp.
Cafeteriaceae, Goniomonada, Percolomonadida)

Example: Percolomonadida (Heterolobo-
sea), several species seem to show a very
restricted distribution based on our
worldwide comparisons (Genebank
data)(Fig. 4).

Many detalled studied strains were added
to Genebank and used to resolve NGS
data sets (Fig. 2) and current phylogeny
(Fig. 4 A)

Most species were Isolated only from
single islands/seamounts - only one
species was Isolated from two sampling
locations (Fig. 4 B)
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o - as well as individual molecular and
b Terceira ' metabarcoding studies indicate that
benthic protist communities change

' 0. 0. 0. - - 3000 6000 _ 9000 d | significantly with increasing depth.
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Percolomonas adaptabilis sp. nov were found at all depths, others were

Sediment was sampled along vertical depth Metabarcoding | only detected in sublittoral or lower
gradients from 50-3,000m depth around three | a2 b bathyal depths, indicating that several
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taxa are limited In their distribution by

archipelago (Fig. 1). We analysed for example: resulted in a total of about 50,000,000 filtered | .
reads (incl. mock community) clustering Into depth whereas others should be able to

° Metabarcoding of the Vg_region on the SSU rDNA of 1,138 OTUSs ' distribute over different habitats. The

total DNA aided by enlargement of databases (Fig. 2) « The sublittoral and bathyal shared only low | - high proportion of unidentified
« Abundance and biovolume estimates of heterotrophic amounts of OTUs with the abyssal (Fig. 2 A) - B %ok a0 0 B s o specimens and OTUs which increased
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protists by live-counting (Fig. 3) Samples from 50-500m and samples from 1,000- _ _ _ with depth points towards a high
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ecological characterization of protist species (Fig. 4) analysis (Fig. 2 B) B sseans [ emimastigophorans cen. et sp. nov. Lula levis sp. nov. the deep sea.

Depth [m]

Foraminiferans Actinophyrids
Cercozoans Bicosoecids
Rhizarians undet.  [] Apusomonads

We are extremely grateful to Capt. Detlef Korte and his crew for valuable ATRTAN S E N C |<E N B E RG

Gefordert durch help and the excellent support during the cruise. Special thanks go to chief scientist Kai George PRI 3 e - ' ' '
DF Deutsche P PP & P & & world of blodlverW [1] George 2013, Meiofauna Marina Manon.hohlfeld@uni-koeln.de

- for the organization and very successful implementation of the scientific program on board. . . REUN M €
Forschungsgemeinschaft ) - - .
gsg This work is supported by the DFG (MerMet 17-11 and AR 288/23). Universitat ¢ 4111 I [2] Pinheiro et al. 2017, Nature Hartmut.Arndt@uni-koeln.de

zu Koln T UNIVERSIDADE da MADEIRA



	Foliennummer 1

